. The ROC curves for five different GAN construction methods that were applied to the synthetic gene expression datasets with 1,000 expression samples generated by the SynTRen software based on experimentally validated gene interactions in (A) yeast and (B) Arabidopsis thaliana, respectively. The curves were obtained by varying the MI threshold and DPI tolerance. (AT1G44110) and CYCB1;1 (AT4G37490) was reported in [1] . The link between the endocycle activator CCS52B (AT5G13840) [2] and the anaphase-promoting complex (APC/C) activating subunit CDC20 (AT4G33260) was reported in [3] . The interaction between CCS52B and CDKB2;2 (AT1G20930) was reported in [4] . Validated genes are highlighted in blue, cyan, and green and predicted genes are highlighted in red. (B) A similar pathway has been suggested in [5] .
